
Figure S3. The alignment of echinoderm and other animal rar genes. 
25 residues which are shaded in green color formed the ligand binding pocket in the vertebrate RAR 
[19]. Red sahdes indicate the mismach residues across human and echinoderm RARs. The 
percentage of the identical over aligned residues across human and each echinoderm rar genes is 
indicated below: Sea urchin; 12/19 (63.2%), Brittle star; 18/25 (72.0%), Sea cucumber; 13/25 (52.0 
%), Sea lily; 4/5 (80.0%) and Starfish; 19/25 (76.0 %).
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